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Binding of BaCl2 to 18-crown-6-etherBinding of BaCl2 to 18-crown-6-ether
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K=5900 dm3/molK=5900 dm3/mol

H0 H 31.42 kJ/mol.0

[L]/[M],0.5 1.0 1.50.0

H 31.42 kJ/mol.
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P,µW
– Conc of RNaseA in vessel: 66.670 µmol/l

P,µW

– Conc of 2'CMP in syringe: 764.702 µmol/l 4.5– Conc of 2'CMP in syringe: 764.702 µmol/l

– Volume in vessel: 900.000 µl

4.5

– Volume in vessel: 900.000 µl

– Stirrer rate: 60 rpm 3.0– Stirrer rate: 60 rpm

– 20 mM Potassium Acetate buffer at pH5.5.

3.0

– 20 mM Potassium Acetate buffer at pH5.5.
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The left side can be plotted versus X= Lt/Mt forLMLLLt  tLML The left side can be plotted versus X= Lt/Mt for
different values of r = K*Mt.LLMMLMLMM
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Note: the shape of the ’binding curve’ depends on the
MLHVq 

Note: the shape of the ’binding curve’ depends on the
product K*Mt. Thus, for a certain K value the
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accuracy in the curve fitting procedure.dLddq1 accuracy in the curve fitting procedure. t

dL

dL
LL

dL

d

dL

dq

HV



1

1  
t

t

tt dL
LL

dLdLHV



1

1,21,2
1000

50
r

MKr  M
1 50

1

K
MKr t  tM

0,8

1

A 'good' shape that gives

rXL
X

K

t 
 L

0,8 many data points in the
transition region.

KM
X

t

t  tL
0,6

transition region.
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L – ligand (syringe)
0,2

L – ligand (syringe)
M – host molecule (vessel)

0,2
M – host molecule (vessel)
K – equilibrium constant 0K – equilibrium constant
H – reaction enthalpy 0 1 2 3 4

[L] /[M]

H – reaction enthalpy
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NOTE: In the Ligand binding analysis program of TAM Assistant theNOTE: In the Ligand binding analysis program of TAM Assistant the
equilibrium constants (n) and the reaction enthalpies for the overallequilibrium constants (n) and the reaction enthalpies for the overall
reactions (Hi) are determined.

11 K H1s=H1

reactions (Hi) are determined.
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